
113

4, 2009

 579:579.842.1:615.33

, 

. , . , . , . ,
. , . , . , . ,

. , . , . , . 

, . 
(344002, , , . ,

. , 117/40) edition@rae.ru
1», 

(344000, , . , . ., 105) edition@rae.ru

» - http://www.famous-scientists.ru

. 
-
-

. -
 WHONET 5.4. -
 (2005 – 2006 .) 

. -

, .

-

-
. -

-
, 

[1]. -
-

, , , -
, . 

, -
-
,
-
-

. -
-
-

, ,

 [2]. 

-
, -

-
. -

, -
, -

, -

-
.

-
-

, 

mailto:edition@rae.ru
mailto:edition@rae.ru
http://www.famous-scientists.ru


114

4, 2009

-
.

-

. -

(2005-2006 .), -

, -

-

-
.

 1.
Shigella
sonnei
13

Shigella
flexneri
4

Salmonella
typhimurium
42 

Salmonella
enteritidis
84 -

 (%)
100,0 100,0 100,0 100,0
8,3 66,7 52,8 5,9
8,3 66,7 52,8 5,9
8,3 66,7 52,8 5,9
8,3 66,7 55,6 5,9
0 0 36,1 4,4
8,3 0 33,3 4,4
0 0 33,3 2,9
0 0 36,1 4,4
0 0 33,3 4,4
0 0 33,3 2,9
0 0 33,3 2,9
0 0 38,9 2,9
0 0 19,4 1,5
0 0 33,3 2,9
8,3 0 19,4 5,9
0 0 2,8 0
8,3 66,7 5,6 0
0 66,7 55,6 2,9
16,7 33,3 45,7 5,9
0 50,0 50,0 1,1
9,1 100,0 55,0 0
9,1 100,0 60,0 3,4
90,9 100,0 85,0 15,5

- 0 0 22,2 14,7
0 0 2,8 0
0 0 0 0
0 0 0 0
41,7 66,7 83,3 86,8
18,2 100,0 75,0 0
58,3 66,7 80,6 97,0
100,0 100,0 100,0 100,0
0 0 11,1 1,5
75,0 66,7 50,0 4,4

-
-

 WHONET 5.4,
-

-
 [3,4]. -

-

BacTrack, 
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 S.  typhimurium  
S.enteritidis  97-100% -

.  14,7-22,2%
-

. -
 S. typhimurium , 

 S.enteritidis.  -
 I-IV  S.

typhimurium 
19,4%  38,9% , 

 S.enteritidis -
 1,5%   4,4%.  

-
-

 (52,8-55,6%  S.
typhimurium  5,9%  S.enteritidis) 
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-
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typhimurium  45,7-85%, 
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 2.

-
, S. sonnei

(%)
S. flexneri

(%)
S. typhimu-

rium (%)
S. enteriti-

dis (%)

0 92 25 19 79
Z 1 - 25 2 -
P 1 - - 11 1
M 1 - - - 3
C 1 - - - 1
R 1 - - - 1
F 1 - - - 1
PM 2 - - - 3
AX P 3 - 25 2 1
PZM 3 - - 2 -
CPM 3 - - - 1
AXCP 4 - 25 6 -
CTPC 4 - - 2 -
AXPZ 4 - - - 1
CPCZM 5 - - 3 3
AXPCZ 5 - - 3 -
CFTPCZ 6 - - 3 -
ACPCZM 6 - - 3 -
AXFTPM 6 - - 3 -

XCCPZM 7 8 - 2 -
AXCFPCZ 7 - - 3 3
AXCFTPZM 8 - - 3 -
AXCFTPCZ 8 - - 22 -
AXCFTPCZM 9 - - 11 3

:
A- ; X- ; C- ; F- ; T- ;
R- ; C- ; P- ; Z- ; ;
L-

S.enteritidis -
, -

,  S.
typhimurium (12  16). -
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. 1. -
, .  2005-2006 . ( -

. .)
.1. Oxa - ; Amp - ; Amx - ; Crb -

; Pip - ; Czo - ; Lex - ; Man - -
; Cxm - ; Cec - ; Ctx - ; Cfp - ; Cro - -

; Caz - ; Fep - ; Mem - ; Net - ; Amk -
; Gen - ; Tob - ; Kan - ; Str - ; Nal

- ; Pef - ; Cip - ; Lvx - ;
Dox - ; Tcy - ; Rif - ; Pol - ; Chl – -

.

ENTEROBACTERIACEA’ ANTIBIOTIC RESISTANCE  MONITORING HELD
WITHIN THE FRAMEWORK OF BIOTERRORISM COUNTERACTION PROGRAM

I.Ya. Cherepakhina, V.V. Balakhnova, O.S. Burlakova, B.P. Golubev, E.A. Moskvitina,
V.I. Prometnoy, O.I. Pomukhina, S.Z. Valiyeva, S.S. Khvatseva, O.P. Fetsailova,

Yu.V. Sizova, V.A. Trubnikova
Rostov Antiplague Research Institute of (Russian Federal Consumer Rights Protection and

Human Health Control Service), Rostov-on-Don, “City Hospital N1”

The system of bioterrorism counteraction cannot be effective without a constant monitor-
ing of circulating in the region properties of viruses. Within the framework of the Bioterrorism
Counteraction Program the monitoring of Enterobacteriacea’ strains considering the estimation
of antibiotic resistance is being held. For the results’ processing the computer program
WHONET 5.4 is used. The phenotypes of Enterobacteriacea resistance (2005-2006 years) are
defined. The resistance profile characteristics allowed defining the appearance and character of
Shigellas’ and Salmonellas’ poly-antibiotic resistance. The computer analysis can be used in the
system of epidemiologic surveillance for the spreading and dynamics of antibiotic resistance
strains circulating in the people’s population.


